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in brain tumors, 71:40 

in breast cancer, 65:64; 69:91 

in carcinoids, 66:33 

in cartilaginous tumors, 69:79 

in CLL, 65:157; 68:60 

in CML, 65:7 

in CMMoL, 65:7 

in colonic polyps, 67:7 

in ependymoma, 69:146; 71:40 

in esophageal cancer, 70:127 

in ET, 65:51 

in Fanconi anemia, 65:47 

in intestinal polyps, 67:14 

in leiomyoma, 69:132 

in leiomyosarcoma, 65:21 

in LPD, 68:60 

in lymphomas, 68:60; 69:25 

in MDS, 65:12, 51; 67:71; 68:60, 95 

in meningioma, 66:117 

in Merkel cell carcinoma, 67:65 

in MPD, 68:60 

in nasopharyngeal cancer, 66:11 

in ovarian cancer, 65:35 

in prostate cancer, 66:93 

in PV, 65:51 

in renal cancer, 65:1 

in salivary gland adenomas, 65:27 

in testicular tumors, 65:58 

in thyroid adenomas, 67:1 

in tumors, 68:60 

in uveal melanoma, 66:47 

repetitive changes in rat skin tumors, 66:152 

3q+ detected with painting, 71:67 

7 in leiomyoma, 67:59 
Chromosome painting 

chromosome 6, 66:157 

in MDS, 65:175 

of insulinoma in MEN 1, 70:68 

of t(1;9;22), 65:100 

probes, 65:93 

tetrasomy 8, 65:175 

3qt detected with painting 71:67 
Chronic Lymphocytic Leukemia (CLL) 

cytogenetics of CLL, 70:21 

FISH analysis of individual cells, 68:104; 70:21 

FISH in, 66:73; 70:21 

karyotypic changes, 65:157; 66:135; 68:60; 70:21 
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lack of 5’ BCL2 rearrangements, 69:72 

lipopolysaccharide and B-cell growth factor in culture, 
66:135 

mitogens, 66:135 

t(8;22)(q24;q11) in, 65:157 

+12 in, 66:73; 70:21 

Chronic Myelocytic (Myeloid) Leukemia (CML) 

accelerated phase, 66:113; 70:103 

ber/adl probe detection of Ph, 70:103, 153 

ber breakpoint and chronic phase, 70:39 

blast crisis, 65:107; 66:103, 113; 68:122, 131 

BMT and remission, 68:122 

chemical exposure, histology and cytogenetics, 68:135 

chromosome changes in, 65:7, 107; 66:103; 67:50; 
68:104, 122; 70:6, 103 

clinical and biologic features of blast phase, 71:87 

detection of BCR-ABL fusion, 65:32; 70:103 

double t(1;7)(p36;p11) in crisis, 65:107 

duration of chronic phase and ber breakpoint, 70:39 

FISH analysis of individual cells, 68:104 

FISH and t(1;9;22), 65:100 

FISH studies of Ph, 70:103, 153 

isodicentric Ph, 66:113 

juvenile CML, 71:67 

megakaryocytic crisis, 65:107 

molecular studies in, 66:103; 67:50; 70:39 

MRD, PCR and BMT, 65:88 

remission in case with t(3;21), 68:122 

study of two Ph’s, 70:153 

t(5;12)(q31;p12) in, 65:7 

variant Ph, 65:107; 67:50; 68:131; 70:103 

3q+ in juvenile CML, 71:67 

14q+ in lymphoid crisis, 66:103 

Chronic Myelomonocytic Leukemia (CMMoL) 

chromosome changes in, 65:7; 67:71 

clinical and cytogenetic correlations, 67:71 

+Ph more common in men, 70:6 

t(5;12)(q31;p12) in, 65:7 


Clear cell sarcoma 


of kidney, 66:152 

t(4;13)(p14;q32) in tumor of kidney, 66:152 

t(12;12)(q13;q12) in CCS of tendons and 
aponeuroses, 66:165 


Colon 


adenomas, 67:7, 14 

chromosomes in polyps, 67:7, 14, 123 
polyps, 67:7, 14 

7q- in colon cancer, 67:123 


Colorectal cancer 


chromosome changes, 66:166 

chromosome 12 and c-Ki-ras, 69:161 

cytogenetic and molecular studies in cell line, 
66:154; 69:161 

FISH analysis, 66:166 

mutations in, 69:161 

Comparative Genomic Hybridization (CGH) 

amplification and deletions in ovarian cancer, 
66:157 

analysis of tumors, 66:141 


global DNA sequence copy number, 66:141 

in breast cancer, 66:142 
Cytogenetic changes 

in ALL, 68:60 

in ANLL, 65:51; 67:28; 68:60; 71:119 

in B-cell chronic disorders, 65:170 

in BMT patients, 65:135 

in bone tumors, 68:1 

in brain tumors, 71:40 

in breast cancer, 65:64; 69:91 

in carcinoids, 66:33 

in cartilaginous tumors, 69:79 

in CLL, 65:157; 68:60 

in CML, 65:7 

in CMMoL, 65:7 

in colonic polyps, 67:7 

in ependymoma, 69:146; 71:40 

in esophageal cancer, 70:127 

in ET, 65:51 

in Fanconi anemia, 65:47 

in intestinal polyps, 67:14 

in leiomyoma, 69:132 

in leiomyosarcoma, 65:21 

in LPD, 68:60 

in lymphomas, 68:60; 69:25 

in MDS, 65:12, 51; 67:71; 68:60, 95 

in meningioma, 66:117 

in Merkel cell carcinoma, 67:65 

in MPD, 68:60 

in nasopharyngeal cancer, 66:11 

in ovarian cancer, 65:35; 71:76 

in prostate cancer, 66:93 

in PV, 65:51 

in renal cancer, 65:1 

in salivary gland adenomas, 65:27 

in testicular tumors, 65:58 

in thyroid adenomas, 67:1 

in tumors, 68:60 

in uveal melanoma, 66:47 


Deletions 

del({1)(p11) in PV, 68:66 
del(1)(p32) in meningioma, 70:74 
del(1)(q32) in NHL/CLD, 68:66 
del(2)(p21) in AML, 68:67 
del(2)(p23) in AML, 68:66 
del(2)(p23) in M5a, 66:126 
del(2)(q31) in CLL, 68:67 
del(3)(p11-12p14) in PV, 68:67 
del(3)(p21-25) in CLD/NHL, 68:67 
del(3)(q21) in AML/MDS, 68:67 
del(5)(p13) in ATL, 68:67 
del(5)(q12-31q31-35) in AML, 68:67 
del(5)(q13q33) in MDS, 68:67 
del(6)(q13-24q21-27) in ALL, 68:67 
del(6)(q21) in AML, 68:67 
del(6)(q21) in CLD/NHL, 68:67 
del(7)(p12p21) in AML, 68:67 
del(7)(q11) in ALL, 68:67 
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del(7)(q11-34q22-36) in AML, 68:67 
del(7)(q22) in leiomyoma, 71:1 
del(7)(q22) in MDS, 68:67 

del(7)(q32) in ALL, 68:67 

del(7)(q32) in B-cell chronic disorders, 65:170 

del(7)(q36) in CLD, 68:67 

del(8)(q22) in AML, 68:67 

del(9)(p13-22) in ALL, 68:67 

del(9)(p21) in ALL, 68:67 

del(9q) in M6, 66:79 

del(9)(q11-22q21-34) in AML, 68:67 

del(9)(q11q21.2) in bladder cancer, 69:76 

del(9)(q22) in AML, 68:67 

del(10)(q24) in CLD, 68:67 

del(11)(p11-12p14-15) in AML, 68:67 

del(11)(q14) in ALL, 68:67 

del(11)(q23) in AML, 68:67 

del(12)(p11-13) in ALL, 68:67 

del(12)(p12) in AML/MDS, 68:67 

del(12)(p13) in CLD, 68:67 

del(12)(q14q21) in MPD, 68:67 

del(13)(q11-22q14-34) in ALL, 68:67 

del(13)(q12q14) in MDS/MPD, 68:67 

del(14)(q11-24q22-32) in NHL, 68:67 

del(16)(q22) in AML-M4EO, 68:67 

del(17)(q22) in AML, 68:67 

del(20)(q11) in MDS/MPD/PV, 68:67 

del(20)(q11-13) in AML, 68:67 

del(22)(q11-13) in ALL, 68:67 

del(X)(p11) in renal adenocarcinoma, 70:77 

del(X)(q13) in MDS, 68:67 

del(X)(q24) in AML, 68:67 

homozygous in tumors, 65:83 

in ANLL, 65:51; 71:119 

in esophageal cancer, 70:127 

in ET, 65:51 

in hematologic disorders, 68:60 

in MDS, 65:51 

in PV, 65:51 

PCR application in tumors, 65:83 

telomeric sequences on deleted chromosomes, 

70:132 

5q- preceding M2, 70:146 

7p- in tumors, 67:123 

7q in leiomyoma, 67:59 

7q- in tumors, 67:123 

20q- in small cell lymphoma, 70:142 

22q- without ber rearrangement, 67:141 
Dermatofibrosarcoma protuberans 

chromosome 17, 66:158; 67:149 

karyotype of, 66:158; 67:149 

ring chromosomes, 66:158; 67:149 
Desmoplastic small round-cell tumors 

chromosome changes, 69:17 

intra-abdominal, 69:17 

t(11;22)(p13;q11.2), 69:17 
Dicentrics 

dic(7;9)(p13;p11) in ALL, 68:65 
dic(9;12)(p11-13;p11-12) in ALL, 68:65 


formation, 67:126 
in transformed cells, 67:126 


DNA 


amplification in gastric cancer, 65:111 

breaks at active genes, 68:34 

fragments in leukemia, 68:34 

in Alzheimer disease, 70:25 

in Down syndrome, 70:25 

recovery of high molecular DNA from tumors, 65:68 
repair, 70:25 

X-ray induced damage, 70:25 

11q23 changes and DNA fragments, 68:34 


Double minute chromosomes (dmin) 


absence of telomeric sequences, 70:132 
dmin and gene amplification, 65:120 
in gastric cancer, 68:42 

in giant cell tumor of bone, 66:108 

in lung cancer, 65:120 

in ovarian cancer, 71:125 

+4 and dmin in ANLL, 69:41 


Down syndrome 


ALL in, 66:70; 70:148 

cancer proneness, 70:25 

DNA repair, 70:25 

early B-lineage ALL, 70:148 
t(8;14)(q11;q32) in ALL, 70:148 

X-ray induced chromatid damage, 70:25 
+21 mosaicism and ALL, 66:70 


Duplications 


chromosomal, in hematologic disorders, 68:60 
dup(1)(q11q44) in MPD, 68:66 
dup(1)(q21q31) in NHL/CLD, 68:66 
dup(1)(q21q32) in MPD, 68:66 
dup(11)(q13q23-25) in NHL, 68:66 


Enchondroma 


biologic and clinical significance of chromosome 
changes, 69:79 

cytogenetic changes, 69:79 

FISH studies, 69:79 

molecular studies, 69:79 


Endodermal Sinus Tumor (EST) 


cytogenetic changes, 66:162 
in infants, 66:162 


Endometrial polyp 


chromosome 12 changes, 66:159; 68:32 
12q13-15 changes, 68:32 


Endometrial stromal sarcoma 


karyotypic changes, 66:159 


Eosinophilia 


in MDS with t(12;21)(q32;q22), 68:95 


Ependymoma 


cytogenetic changes, 66:162; 69:146; 71:40 
genesis and progression, 69:146 

major numerical changes, 69:146 
pediatric, 71:40 

structural changes, 69:151 


Epstein-Barr Virus (EBV) 


cytogenetics of EBV tumors, 69:25 
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EBV and T-cell malignancies, 69:25 
in lymphoma from liver transplant patient, 71:155 
Esophagus 
cell cultures of cancer, 70:127 
cytogenetics of cancer, 70:127 
squamous cell carcinoma, 70:127 
Essential Thrombocythemia (ET) 
chromosome changes in, 65:51, 74 
fragile sites in, 65:51 
near-octapolidy in, 65:74 
Ewing sarcoma 
chromosome changes, 68:1 
extraosseal, 68:1 
t(11;22)(q24;q12) in, 66:167; 68:1 


Familial adenomatous polyposis 
pedigree and phenotype, 66:150 
Familial Atypical Multiple Mole Melanoma; see FAMMM 
FAMMM syndrome 
chromosome instability in, 71:27 
familial studies, 71:27 
Fanconi anemia 
AML in, 65:47 
chromosome breakage and cell cycle, 69:13 
chromosome changes in marrow, 65:47 
MRD, PCR and BMT, 65:88 
Fibrolipoma 
t(12;16)(q13;q24) in, 67:145 
Fibroma 
cementifying fibroma, 71:170 
chondromyxoid, 65:141; 68:1, 104; 69:79 
chromosome changes, 68:1; 69:79; 71:170 
FISH analysis of individual cells, 68:104 
ins(5;2)(q13;p21p25), 65:141 
molecular studies, 69:79 
2p-, 65:141 
Fibrosarcoma 
chromosome changes in, 65:152 
congenital, 65:152 
infantile, 71:94 
t(12;13) in infantile, 71:94 
+11,+17,+20 in congenital, 65:152 
Fifth International Workshop on Chromosomes 
in Solid Tumors 
abstracts, 66:141-168 
overview, 66:138 
preface, 66:137 
FISH; see Fluorescence-In-Situ Hybridization 
Flow cytometry 
hyperdiploidy, 67:136 
in ALL, 64:136 


DNA mapping, 66:144 

in ANLL (marker chromosomes), 70:99 
in bladder cancer, 67:101; 70:56; 71:105 
in bone tumors, 68:1 

in germ cell tumors, 68:114; 70:85 

in glioblastomas, 66:168 

in head and neck tumorigenesis, 66:142 
in individual cells, 68:104 

in neuroblastoma, 66:145 

in non-small cell lung cancer, 69:1 

in prostate cancer, 66:142; 69:7 

in rhabdomyosarcoma, 68:99 

in round cell tumors with t(11;22), 66:167 
in tumors, 66:157 

in various disorders, 66:73 

mapping of region 22q13.1, 70:108 

of pancreatic cancer, 66:147 

orientation of satellite DNA sequences, 66:143 
paraffin vs. metaphase analysis, 69:7 

Ph in AML and ALL, 70:103 

Ph in CML and ALL, 71:7 


phenotype and genotype in individual cells, 68:104 


ring chromosome in adipose tumors, 68:85 
studies in ALL, 71:7 

studies in CML, 65:32, 100; 70:103, 153 
telomeric sequences, 70:132 

testing of 16 probes on a single slide, 68:91 
urine analysis in bladder cancer, 71:105 
use in paraffin blocks, 66:157; 68:99 

+7 in normal lung and kidney cells, 66:100 
+12 in CLL, 70:21 


Fragile sites 


aphidicolin-induced, 67:108, 113 

familial breast cancer, 67:108 

folate-sensitive and aphidicolin-induced in cat, 
65:130 

in breast cancer patients, 67:113; 147 

in domestic cat, 65:130 

in myeloid disorders, 65:51 

in various species, 65:134 


Ganglioneuromas 


cytogenetics of, 71:40 
pediatric, 71:40 


Gastric cancer 


cytogenetic findings, 68:42 
dmin and hsr in, 68:42 
DNA amplification, 65:111 
molecular studies, 65:111 
oncogenes, 65:111 
polysomy 2 and 20, 68:42 


Fluorescence-In-Situ Hybridization (FISH) 

application of metaphase and interphase chromosomes, _—_ Gastrinomas 

66:141; 70:21 chromosome changes, 67:44 
chromosome 17 in dermatofibrosarcoma protuberans, Gene 

66:158; 67:149 amplification in lung cancer, 65:120 
clinical usefulness, 65:32, 100 amplification in ovarian cancer, 66:155 
detection of BCR-ABL fusion, 65:32; 70:103 CD3D gene and t(11;17) in M5, 71:173 
detection of variant Ph, 65:100 dmin and gene amplification, 65:120 


structural changes of chromosomes 3 and 13, 68:42 
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GCSF and i(17q) in ANLL, 68:49 
gene on chromosome 13 in murine breast tumors, 69:100 
genomic fluidity, 66:149, 156 
lack of 5’ BCL2 rearrangements in CLL, 69:72 
multidrug resistance and amplification, 66:148 
oncogenes and suppressor genes in bladder cancer, 
66:153 
PML/RARa in APL, 69:113 
p53 in ataxia-telangiectasia, 66:128 
p53 in Bloom syndrome, 68:70 
p53 in Li-Fraumeni syndrome, 66:83 
regulation of amplification, 66:148 
Germ cell tumors 
chromosome 12, 68:114 
extragonadal, 66:167 
FISH studies, 68:114 
mediastinal and MDS, 66:165 
testicular, 68:114 
trisomy 2 and 3, 66:161 
7q- in tumors of testes, 67:123 
12p sequences and i(12p) in testicular tumors, 
66:167 
Giant cell tumor of bone 
chromosome changes in, 66:108; 68:1 
FISH studies, 68:1 
growth factor beta in, 66:108 
molecular studies, 66:108 
telomere reduction, 71:132 
telomeric association, dmin, rings and other 
changes, 66:108 
Giant congenital nevus 
chromosome changes, 68:74 
cultured melanocytes, 68:74 
Glioma 
chromosome 22 anomalies, 66:1 
cytogenetic and molecular studies, 66:154 
FISH studies, 66:168 
molecular studies, 66:1 
Gliosis 
clonal cytogenetic changes, 67:21 
cytogenetics of gliotic brain, 67:21 
Granulocytic sarcoma 
AML and granulocytic sarcoma, 69:38 
orbito-ocular involvement, 69:38 
Ph in case, 69:38 


Hairy cell leukemia (HCL) 
chromosome changes, 65:170 
del(7)(q32) in, 65:170 
Hemangiopericytoma 
chromosome changes, 66:160; 71:151 
extracranial, 71:151 
recurrent cytogenetic changes, 66:160; 71:151 
t(12;19)(q13;q13.3) in, 71:151 
Hepatocarcinoma 
cell line, 65:147, 161 
chromosome changes in cell line, 65:147, 161; 
66:130 
chromosome 1, 66:130 
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Hibernoma 

cytogenetic changes, 66:162 
Hodgkin disease (HD) 

chromosome changes in BMT cases, 65:135 
Homogeneously Staining Regions (hsr) 

in gastric cancer, 68:42 
Hydatidiform moles 

genetic analysis, 66:16 

molecular studies, 66:16 

repeated, biparental and diploid, 66:16 
Hypernephroma 

chromosome changes, 68:1 

bone metastasis, 68:1 


Insertions 
ins(3;3)(q26;q21q26) in AML, 68:65 
ins(3;4) in AML, 71:102 
ins(5;2)(q13;p21p25) in a chondromyxoid sarcoma, 
65:141 
ins(10;11)(p11;q23q24) in AML, 68:65 
In-situ hybridization method, 70:21 
+12 in CLL, 70:21 
Interphase cytogenetics; also see FISH 
in bladder cancer, 70:56 
Inversions 
in hematologic disorders, 68:60 
inv(3)(q21q26) in MDS, 68:66 
inv(3)(q21q26) in M7, 67:81 
inv(7)(q21q31) in breast cancer, 65:64 
inv(8), pericentric in M6, 66:77 
inv(12)(p12-13q14-15) in endometrial polyp, 68:32 
inv(14)(q11q32) in AML with lymphoid antigens, 71:100 
inv(14)(q11q32) in T-CLL/T-CLD/T-NHL, 68:66 
inv(16)(p13q22) in AML-M4EO/MDS, 68:66 
Isochromosomes 
idic(X)(q13) in AML, 68:66 
in ANLL, 71:119 
in hematologic disorders, 68:60 
isodicentric Ph, 66:103 
i(1q) in Sertoli cell tumor of ovary, 65:79 
i(7q) in AML/CLD/MDS/NHL, 68:66 
i(8q) and i(17q) in gastric cancer, 68:42 
i(8q) in uveal melanoma, 66:47 
i(9p) in MDS, 68:66 
i(9q) in ALL, 68:66 
i(9q) and i(11p) in Merkel cell carcinoma, 67:65 
i(9q) in squamous cell cancer of epiglottis, 66:23 
i(11q) in AML, 68:66 
i(12p) in AML, 68:66 
i(14q) in AML/MPD, 68:6 
i(17q) and GCSF gene, 68:49 
i(17q) in AML/MDS/MPD, 68:66 
i(21q) in AML/MDS, 68:66 


Karyotypic anomalies 
in ALL, 68:60 
in ANLL, 65:51; 67:28; 68:60; 71:119 
in B-cell chronic disorders, 65:170 
in BMT patients, 65:135 
in bone tumors, 68:1 
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in breast cancer, 65:64; 69:91 
in carcinoids, 66:33 
in cartilaginous tumors, 69:79 
in CLL, 65:157; 68:60 
in CML, 65:7 
in CMMoL, 65:7 
in colonic polyps, 67:7 
in ependymoma, 69:146 
in esophageal cancer, 70:127 
in ET, 65:51 
in Fanconi anemia, 65:47 
in intestinal polyps, 67:14 
in leiomyoma, 69:132 
in leiomyosarcoma, 65:21 
in LPD, 68:60 
in lymphomas, 68:60; 69:25 
in MDS, 65:12, 51; 67:71; 68:60, 95 
in meningioma, 66:117 
in Merkel cell carcinoma, 67:65 
in MPD, 68:60 
in nasopharyngeal cancer, 66:11 
in ovarian cancer, 65:35; 71:76 
in prostate cancer, 66:93 
in PV, 65:51 
in renal cancer, 65:1 
in salivary gland adenomas, 65:27 
in testicular tumors, 65:58 
in thyroid adenomas, 67:1 
in tumors, 68:60 
in uveal melanoma, 66:47 
Keratinocytes 
chromosome 5 and tumorigenesis, 68:22 
immortalization, 68:22 
Kidney tumors; see Renal tumors 
+7 in normal cells, 66:100 


Lacrimal gland 
cytogenetics of tumors, 66:163 
tumors, 66:163 
Large granular lymphocyte leukemia 
chromosome changes, 69:25 
EBV, 69:25 
Leiomyoma 
biclonality of chromosome 7, 67:59 
chromosome 7, 67:59; 79 
cytogenetic changes, 69:132 
del(7)(q22) in, 71:1 
symplastic, 67:79 
uterine, 67:59 
10q22 in, 69:132 
Leiomyosarcoma 
chromosome changes in, 65:21 
sinonasal tract, 65:21 
Li-Fraumeni syndrome 
complicating conditions, 66:83 
molecular studies in, 66:83 
p53 in, 66:83 
sarcomas and carcinomas in, 66:83 
Wilms tumor in, 67:133 


Lipoma 


bone lipoma, 68:1 
chromosome 12 breakpoint, 66:158 
cytogenetic changes in, 68:1, 85 
FISH studies, 68:1, 85 
ring chromosomes and chromosome 12 sequences, 
68:85 
t(12;16)(q13;q24) in fibrolipoma, 67:145 
Liposarcoma 
chromosome 12, 66:133, 158 
cytogenetic changes, 68:85 
FISH studies, 66:133, 68:85 
myxoid, 66:158 
origin of ring, 66:133, 68:85 
well-differentiated, 66:133 
Liver cancer; see Hepatocarcinoma 
Loss of Heterozygosity (LOH) 
in brain tumors, 66:1 
in neurofibrosarcoma, 66:28 
LOH of chromosome 1 in rat mammary tumors, 66:152 
Lung cancer 
der(9;15)(q10;q10) in non-small cell cancer, 69:1 
dmin and gene amplification, 65:120 
FISH studies in cancer, 69:1 
gene amplification, 65:120 
molecular studies in, 65:83 
non-small cell cancer, 69:1 
+7 in normal cells, 66:100 
9q;15q translocation, 69:1 
Lymphocytes 
“rogue” lymphocytes, 66:148 
Lymphoma 
angiocentric, 69:25 
cell line with t(2;3)(p11;q27) from liver transplant 
patient, 71:155 
cell line with t(14;18) and t(8;11), 70:62 
chromosomal damage, 66:156 
chromosome changes in BMT cases, 65:135 
c-myc in cell line, 70:62 
cytogenetic changes, 68:60; 69:25; 70:62 
EBV and lymphoma, 69:25; 71:155 
EBV-negative lymphoma, 70:62 
HRAS1 alleles outside VTR region, 69:60 
immunoblastic, 69:25 
molecular studies in, 69:60; 70:62 
T-cell, 65:71; 70:71 
t(8;11;14) in T-lymphoma, 70:71 
t(8;13)(p11.2;q12) in T-cell, 65:71 
20q- in small cell lymphocytic, 70:142 
Lymphoproliferative Disorders (LPD) 
chromosome changes, 68:60; 70:6 
cytogenetics, age and gender, 70:6 


Malignant Rhabdoid Tumor (MRT) 
of kidney, 66:161 
Mammary tumors; see Breast tumors 
Mapping 
of breakpoint on chromosome 11, 69:122 
of t(4;11)(q21;p14-15) in T-ALL, 69:122 
22q13.1 cosmid mapping and locus linkage, 70:108 
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M-BCR breakpoint; see CML and Ph chromosome 
Meiosis 
and trisomic neoplasms, 70:112 
Melanoma 
cell lines, 69:108 
chromosome microdissection in, 66:149 
chromosome 3 and uveal melanoma, 66:151 
chromosomes 3, 6 and 8, 66:47 
cytogenetic analysis, 66:47, 151, 164, 165; 69:108 
cytogenetic homogeneity, 69:108 
FAMMM syndrome, 71:27 
uveal, posterior, 66:47, 151 
+8 and i(8q), 66:47 
Meningioma 
chromosome 22 anomalies, 66:1, 117; 70:74 
del(1)(p32) as sole anomaly, 70:74 
heterozygosity of 22, 66:117 
molecular studies, 66:1, 117 
RFLP studies in, 66:117 
Merkel cell carcinoma 
chromosomes 1, 11 and 13 in, 67:65 
cutaneous, primary, 66:153 
cytogenetic changes, 66:153; 67:65 
metastatic, 67:65 
MIC2 gene in, 66:153 
Mesothelioma 
chromosomes 1, 14, 21 and 22, 70:94 
karyotypic changes, 70:94 
malignant, 70:94 
Methods 
field-inversion gel electrophoresis, 65:68 
recovery of high-molecular weight DNA from tumors, 
65:68 
Minimal Residual Disease (MRD) 
BMT and MRD, 65:88 
in hematologic diseases, 65:88 
PCR and MRD, 65:88 
Molecular studies 
amplification unit on 12q, 66:146 
cloning of t(3;6)(p14;p11), 71:15 
in ALL, 67:55 
in AML (M2), 67:141 
in ANLL with i(17q), 68:49 
in APL, 69:113 
in ataxia telangiectasia, 66:128 
in Bloom syndrome, 68:70 
in brain tumors, 66:1 
in CML, 65:32; 107; 66:103; 67:50; 70:39 
in colorectal cancer, 69:161 
in gastric cancer, 65:111 
in giant cell tumor of bone, 66:108 
in hydatidiform moles, 66:16 
in Li-Fraumeni syndrome, 66:83 
in lung cancer, 65:83 
in lymphoma (HRAS1), 69:60 
in MDS, 65:12 
in neurofibrosarcoma, 66:28 
in T-ALL, 69:122 
mapping of 22q13.1, 70:108 
methods, 66:142, 144 
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myc amplification, 66:155 

of abnormal DNA fragments in acute leukemia, 68:34 

PCR, deletions and tumors, 65:83 

PCR in, 65:83 

RAS oncogene, 65:12 

telomere reduction in tumor and with aging, 71:132 
Monosomy 

in hematologic disorders, 68:60 

in MDS, 65:53 

in PV, 65:54 

-7 in M7, 67:81 

-9 in bladder cancer, 71:97 

-20 in adult ALL, 69:165 

22 in PNET, 66:161 
Muir-Torre syndrome 

cytogenetic studies, 66:162 
Multiple Endocrine Neoplasia syndrome (MEN) 

chromosome analysis of insulinoma, 70:68 

insulinoma in, 70:68 

MEN 1 and insulinoma, 70:68 
Multiple Myeloma 

aneuploidy in, 66:156 

chromosome changes, 68:60 

MRD, PCR and BMT, 65:88 

secondary MDS, 70:117 

t(1;1) in, 70:117 
Murine tumors 

chromosome 13, 69:100 

gene in trisomic and pentasomic #13, 69:100 
Mutations 

point in MDS, 65:12 

p53 in Li-Fraumeni syndrome, 66:83 
Myelodysplasia; see Myelodysplastic syndromes 
Myelodysplastic syndromes 

cell lineage in MDS, 70:120 

chemical exposure, histology and cytogenetics, 68:135 

childhood MDS, 70:17 

chromosome changes in, 65:12, 51, 175; 66:39; 67:71 

clinical aspects and cytogenetics, 67:71 

cytogenetic findings in, 65:12, 51, 175; 66:39; 67:71; 

68:60, 95; 70:6, 17, 117 

cytogenetics, age and gender, 70:6 

del(8)(q22) and +19 in, 65:12 

eosinophilia with t(12;21)(q23;q22), 68:95 

FISH analysis of individual cells, 68:104 

FISH in, 66:73; 70:120 

immunophenotyping in MDS, 70:120 

in India, 65:12 

in treated multiple myeloma, 70:117 

karyotype in, 65:12, 51, 175; 66:39; 67:71; 

70:6, 17, 117 

MDS progressing to M7, 70:17 

mediastinal germ cell tumor and MDS, 66:165 

MRD, PCR and BMT, 65:88 

mutations in, 65:12 

RAS oncogene, 65:12 

SCE in, 65:12 

tetrasomy 8 in, 65:175 

therapy-related, 70:117 
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t(1;7) and cell lineage, 70:120 
t(12;14)(q13;q32) in RAEB-t, 65:76 
t(Y;1) in MDS, 70:136, 155 
t(Y;1) in MDS evolving to M2, 70:136 
+8 and cell lineage, 70:120 
+13 in MDS progressing to M1, 69:136 
+14 in, 66:39 
Myeloproliferative Diseases (MPD) 
chromosome changes, 68:60; 70:6 
cytogenetic changes, age and gender, 70:6 
Myxoma 
cardiac, 66:155 
telomeric association in, 66:155 


Nasopharyngeal carcinoma 
cytogenetic studies, 66:11 
xenografted, 66:11 
Neoplasms; see Tumors 
Neurinoma 
chromosome 22 anomalies, 66:1 
molecular studies, 66:1 
Neuroblastoma 
chromosome changes, 65:167 
FISH for detection of genomic changes, 66:145 
high incidence of constitutional translocations, 69:166 
i(1q) and t(1;5)(p22;q13), 65:167 
N-myc amplicon, 66:145 
1p loss, 66:145 
Neurocytoma 
central, 65:173 
cytogenetics of, 65:173 
Neuroendocrine carcinoma; see Merkel cell carcinoma 
primary cutaneous, 66:153 
Neurofibromatosis 
cellular radiosensitivity, 66:120 
molecular studies, 66:28 
Saudi patients, 66:120 
skin fibroblasts, 66:120 
Type 1 and neurofibrosarcoma, 66:28 
Neurofibrosarcoma 
in NF-1, 66:28 
LOH in, 66:28 
molecular studies in, 66:28 
22q12 in, 66:28 
Non-Hodgkin lymphoma (NHL); see Lymphoma 
Nucleolar Organizer Regions (NOR) 
ectopic in testicular tumors, 65:58 
in testicular tumors, 65:58 


Oncogenes 
and chromosomes, 70:81 
BCR-ABL fusion, 65:32 
c-Ha-ras in karyotypic instability, 67:35 
c-Ki-ras in colorectal cancer, 69:161 
ETS1 and abnormal DNA fragments in acute leukemia, 
68:34 
HRAS1 in lymphomas, 69:60 
in bladder cancer, 66:153 
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in gastric cancer, 65:111 
myc amplification, 66:155 
N-myc in neuroblastoma, 66:145 
RAS in MDS, 65:12 
Osteoblastoma 
loss of 17p, 69:65 
t(17;20)(p11-12;q11) in, 69:65 
unbalanced translocation, 69:65 
Osteochondroma 
biologic and clinical significance of chromosome 
changes, 69:79 
cytogenetic changes, 69:79 
FISH studies, 69:79 
molecular studies, 69:79 
Osteosarcoma 
benzpyrene induced in rat, 71:139 
chromosome changes, 66:160; 68:1; 69:35; 71:139 
chromosome changes in rat osteosarcoma, 71:139 
chromosome 13 in, 69:35 
in rat, 71:139 
metastases to lung, 68:1 
periosteal, 68:1 
parosteal, 68:1 
secondary, 69:35 
Ovarian cancer and tumors 
clinical correlates, 65:35; 71:76 
cytogenetic changes, 65:35; 66:161; 71:76 
double minutes in, 71:125 
gene amplification, 66:155, 157 
germ cell tumors, 66:161 
heterochromatic variants, 65:35 
Sertoli cell tumor with i(1q), 65:79 
teratoma, chromosome changes, 66:161 
thecoma, 71:180 
therapy-related cytogenetic changes, 65:35 
+12 in thecoma, 71:180 


p53 gene; see Gene 
Pancreatic cancer and tumors 
chromosomes in, 66:147, 166 
FISH analysis, 66:147 
gastrinoma, 67:44 
Paroxysmal Nocturnal Hemoglobinuria (PNH) 
MRD, PCR and BMT, 65:88 
Philadelphia (Ph) chromosome; see Ph-translocation 
Ph-translocation and chromosome 
bcr/abl cosmid probe for, 70:103; 71:7 
BCR-ABL fusion, 65:32, 107; 71:7 
in ALL (L2), 65:115; 70:103, 153 
in AML, 70:103; 71:7 
in AML with granulocytic sarcoma, 69:38 
in CML, 65:32, 100, 107; 66:103, 113; 67:50; 
70:103, 153; 71:7 
isodicentric, 66:113 
Ph in thrombocytopenic purpura, 69:51 
two Ph in cases of CML and ALL, 70:153 
t(1;9;22) detected with FISH, 65:100 
t(5;9;22) in CML, 65:107 
t(11;9)(9;22)(q23;p22q34;q11), 68:131 
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variant translocation, 65:100, 107; 67:50; 
68:131; 70:103, 71:7 
Pineocytoma 
chromosome changes, 71:185 
Pituitary 
adenoma, 68:140; 69:118 
chromosomes in adenoma, 68:140; 69:118 
numerical changes in adenoma, 69:118 
Polycythemia Vera (PV) 
chromosome changes in, 65:51; 68:60 
fragile sites in, 65:51 
t(8;21) prior to acute leukemia, 70:125 
Polymerase Chain Reaction (PCR) 
detection of PML/RARa fusion gene, 69:113 
detection of tumor-specific deletions, 65:83 
dual alu primers, 65:93 
hematologic disorders, BMT and MRD, 65:88 
in MRD, 65:88 
painting probes and, 65:93 
use of tumor biopsies with, 65:83 
Polyps 
of colon, 67:7 
of intestine, 67:14 
Primitive Neuroectodermal Tumor (PNET) 
chromosome changes, 68:1 
of brain, 66:161 
45,XY,-22 in, 66:161 
Probes 
ber/abl cosmid probes, 70:103 
chromosomes from hybrid cells, 65:93 
chromosome painting probes, 65:93 
locus probes in tumors, 66:141 
painting and t(1;9;22), 65:100 
Prolymphocytic leukemia 
chromosome changes, 66:135 
lipopolysaccharide and B-cell growth factors in culture, 
66:135 
Prostate 
adenomas, 66:165 
benign prostatic hyperplasia (BPH), 68:126; 70:151 
cancer, 66:93; 68:126; 69:7 
chromosome changes in BPH, 68:126; 70:151 
chromosome changes in cancer, 67:123; 69:7 
chromosomes in adenomas, 66:165 
cytogenetic survey of cancers, 66:93 
FISH: paraffin vs. metaphase analysis, 69:7 
FISH studies of ploidy, 66:142 
genetic heterogeneity in cancer, 66:147 
-Y in prostate but not stromal cells, 66:131 
-Y,+7 and del(10)(q24) in cancer, 66:93 
7q- in cancer, 67:123 


Rat 
benzpyrene induced osteosarcoma, 71:139 
chromosome changes in osteosarcoma, 71:139 
osteosarcoma in, 71:139 
Refractory anemia (RA) 
chromosome changes in, 65:51; 66:39; 67:71; 69:136; 
70:6 
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clinical and cytogenetic correlations, 67:71; 70:6 
del(5q) more common in women, 70:6 
fragile sites in, 65:51 
MRD, PCR and BMT, 65:88 
+13 in progression to M1, 69:136 
+14 in, 66:39 
Refractory anemia with excess of blasts (RAEB) 
chromosome changes in, 65:51; 66:39; 67:71 
clinical and cytogenetic correlations, 67:71 
eosinophilia with t(12;21)(q32;q22), 68:95 
fragile sites in, 65:51 
+14 in, 66:39 
Refractory anemia with excess of blasts in transformation 
(RAEB-t) 
chromosome changes in, 65:51; 67:71 
clinical and cytogenetic correlations, 67:71 
fragile sites in, 65:51 
t(6;9)(p22.3;q34) in, 69:74 
t(12;14)(q13;q32) in, 65:76 
Refractory anemia with ringed sideroblasts (RARS) 
chromosome changes in, 65:51; 67:71 
clinical and cytogenetic correlations, 67:71 
fragile sites in, 65:51 
Renal tumors 
chromosome changes, 65:1; 66:159; 71:164 
chromosome 11 and mesoblastic nephroma, 66:151 
clear cell sarcoma, 66:152 
cytogenetic classification, 66:159 
del(X)(p11) in adenocarcinoma, 70:77 
papillary cancer, 65:1; 71:164 
rhabdoid, 66:161 
Wilms in cancer family, 67:133 
t(X;1) in, 65:1; 71:164 
YAC spanning the t(X;1), 71:164 
Xp11.2 breakpoint, 71:164 
+7 in normal cells, 66:100 
Rhabdomyosarcoma 
alveolar, 66:43, 146 
chromosome changes, 66:43; 68:99 
FISH: detection of aneuploidy and deletions, 68:99 
FISH in paraffin-embedded cells, 68:99 
molecular genetic studies, 66:150 
ocular, 66:43 
translocations and other changes, 66:43; 68:99 
t(2;13) in, 66:146 
Ring chromosomes 
chromosome 12 sequences in lipoma and LPS, 
68:85 
in dermatofibrosarcoma protuberans, 66:158 
in giant cell tumor of bone, 66:108 
in hematologic disorders, 68:60 
in liposarcoma, 66:133; 68:85 
origin of ring, 68:85 
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multiple genetic events in adenoma, 66:146 Telomeric association (tas) 
pleomorphic, 65:27 in bone tumors, 68:1 
Sarcoma in cardiac myxoma, 66:155 
chondrosarcoma, 68:1 in giant cell tumor of bone, 66:108; 68:1 
fibrosarcoma (congenital), 65:152 in Wilms tumor, 69:141 
FISH in, 68:1 Teratoma 
leiomyosarcoma, 65:21 ovarian, 66:161 
osteosarcoma, 68:1 Testicular tumors 
Secondary acute leukemia cell line of germ cell tumor, 68:114 
chromosome changes, 70:1, 6 chromosome anomalies, 65:58; 67:123; 68:114, 70:12 
cytogenetics, age and gender, 70:6 chromosome 12 in germ cell tumors, 68:114; 70:85 
immunophenotype, 70:1 cytogenetics and clinical stage, 70:12 
multilineage involvement, 70:1 cytogenetics of nonseminomatous tumors, 70:12 
Sertoli cell tumor ectopic NOR in, 65:58 
i(1q) in ovarian tumor, 65:79 FISH studies, 68:114; 70:85 
of ovary, 65:79 germ cell tumors, 68:114; 70:12, 85 
-Y in tumor, 65:104; 66:163 i(12p)-negative germ-cell tumors, 70:85 
Sister Chromatid Exchange (SCE) Sertoli tumor, 65:104 
in myelodysplasia, 65:12 -Y in Sertoli tumor, 65:104 
in Waldenstrém macroglobulinemia, 66:63 7q- in, 67:123 — 
Small round cell tumors 12p and i(12p) in germ cell tumors, 66:167; 70:12, 85 
t(11;22)(q24;q12) in, 66:167 12p sequences: overrepresentation, 70:85 
Soft tissue tumors Tetrasomy ; : 
leiomyosarcoma, 65:21 chromosome 13 in murine breast tumor, 69:100 
Squamous cell carcinoma tetrasomy 8 in ANLL, 69:126; 71:50 
chromosome changes, 66:23; 147, 166 omenmmny © - MDS, 65:175 
chromosome 7, 66:166 totrasomy 8 in MSa, 71:50 
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> 9 changes in glottis cancer, 66: ‘ 
chromosome 9 changes in g ance 23 ovarian, 71:180 


+12 in ovarian thecoma, 71:180 
Thrombocytopenic purpura 
amegakaryocytic, 69:51 
Ph+, 69:51 
Thyroid tumors and conditions 
adenomas, follicular, 67:1 
carcinoma, papillary, 67:117 
cell line, 67:117 
chromosomes in nodular hyperplasia, 69:31 
cytogenetics changes in cancer, 67:117 
cytogenetics of adenoma, 67:1 
nodular hyperplasia, 69:31 
Translocations 
constitutional in neuroblastoma, 69:166 
in hematologic disorders, 68:60 
in leiomyosarcoma, 65:21 
jumping translocations of 1q, 71:22 
translocations in malignant diseases, 66:141 
ALL, 65:125 t(X;1)(p11;q21) in papillary renal cell tumor, 71:164 
angiocentric lymphoma, 69:25 t(X;1)(p11.2;q21) in renal cancer, 65:1 
chromosome changes in T-cell tumors, 69:25 t(X;11)(q13;q23) in AML, 68:66 
EBV and T-cell tumors, 69:25 t(X;11)(q24-25;q23) in AML, 68:66 
immunoblastic lymphoma, 69:25 t(X;14)(p11.4;q11) in immunoblastic lymphoma, 69:25 
lymphoma, 65:71; 69:25 t(Y;1)(q12;q21) in MDS, 68:66; 70:155 
T-leukemia cell line, 66:54 t(Y;1)(q12;q21) in M2 after MDS, 70:136 
t(6;11) in T-ALL, 65:125 t(1;1) in myeloma, 70:117 
Telomere(s) t(1;2)(p22;q23) in germ cell tumor, 68:114 
absence of sequences on dmin, 70:132 t(1;2)(q34;q11) in breast cancer, 69:91 
reduction in giant cell tumor of bone, 71:132 t(1;3)(p31;q11) in LPS, 68:85 
reduction with aging, 71:132 t(1;3)(p36;q21) in AML/MDS, 68:65 
sequences on deleted chromosomes, 70:132 t(1;3)(q42;q21) in meningioma, 66:118 


chromosome 18 and response to TGFB, 66:151 

chromosomes in head and neck cancer, 66:147 

cytogenetic stability of cell line, 66:154 

FISH studies, 66:166 

monoclonal origin of head and neck cancer, 
66:150 


of glottis, 66:23 

oral, 66:166 

18q- and homozygosity for DCC locus, 66:146 
Stomach cancer 

DNA amplification, 65:111 

molecular studies, 65:111 

oncogenes, 65:111 
Synovial sarcoma 

breakpoint in X chromosome, 71:164 

cytogenetic changes, 66:160 
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t(1;4)(p13;q31) in leiomyoma, 67:59 

t(1;4)(p31;p16) in nasopharyngeal cancer, 66:12 

t(1;4)(q23;q31) in large granular lymphocyte leukemia, 
69:25 

t(1;5)(p13;q31) in gastric cancer, 68:42 

t(1;5)(p22;q13) in neuroblastoma, 65:167 

t(1;5)(p36;p13) in Merkel cell carcinoma, ;67:65 

t(1;5)(q21;q32) in thyroid adenoma, 67:1 

t(1;5)(q21;q35) in alveolar rhabdomyosarcoma, 66:43 

t(1;6)(p22;q23) in germ cell tumor, 68:114 

t(1;6)(q21;q12) in nasopharyngeal cancer, 66:12 

t(1;7) in MDS, 70:120 

t(1;7)(p11;p11) in AML/MDS, 67:71; 68:65 

t(1;7)(p36;p11) in crisis of CML, 65:107 

t(1;8)(p10;q10) in breast cancer, 69:91 

t(1;8)(p11;p11) in thyroid cancer, 67:117 

t(1;9)(p11;p11) in PV, 68:65 

t(1;9)(p11;p12) in thyroid cancer, 67:117 

t(1;9)(q43;p11) in thyroid cancer, 67:117 

t(1;9;22)(q22;q34;q11) variant Ph in CML, 67:50 

t(1;11)(p10;q10) in breast cancer, 69:91 

t(1;11)(p32;q23) in ALL, 68:65 

t(1;11)(q21;q23) in AML-M4,M5, 68:65 

t(1;14)(p13;q31) in breast cancer, 69:91 

t(1;14)(p32-34;q11) in T-ALL, 68:65 

t(1;15)(p32;q21) in chondrosarcoma, 69:79 

t(1;15)(q21;q24) in gastric cancer, 68:42 

t(1;16)(q44;p11.2) in pituitary adenoma, 68:140 

t(1;17) in sAML, 70:1 

t(1;17)(p36;q21) in AML, 68:65 

t(1;19)(p11;p11) in sAML, 70:1 

t(1;19)(q21;q13) in alveolar rhabdomyosarcoma, 66:43 

t(1;19)(q23;p13) in ALL, 68:65 

t(1;22)(p13;q13) in AML-M7, 67:81; 68:65 

t(2;3)(p11;q27) in lymphoma cell line from liver 
transplant patient, 71:155 

t(2;3)(q13;p25) in thyroid adenoma, 67:1 

t(2;3)(q35;q11) in meningioma, 66:118 

t(2;4)(p23;q25) in M2, 70:140 

t(2;4)(q32;q35) in ependymoma, 69:151 

t(2;5)(p23;q35) in NHL, 68:65 

t(2;6)(q32.2;q25.3) constitutional in neuroblastoma, 
69:166 

t(2;8)(p12;q24) in BL, 68:65 

t(2;8)(q10;q10) in breast cancer, 69:91 

t(2;8)(q21;q24) in carcinoids, 66:33 

t(2;9)(p12;p23) in pre-B ALL, 69:163 

t(2;10)(p25;p12) in ependymoma, 69:151 

t(2;10)(q21.2;q22.1) in leiomyoma, 69:132 

t(2;11)(p21;q23) in MDS, 68:65 

t(2;11)(p23;q22) constitutional in neuroblastoma, 69:166 

t(2;11)(q11.2;p11.2) in germ cell tumor, 68:114 

t(2;11)(q21;q23) in alveolar rhabdomyosarcoma, 66:43 

t(2;13)(p14;q33) in chondromyxoid fibroma, 69:79 

t(2;13)(q32;p12) in chondrosarcoma, 69:79 

t(2;14)(p13;p11) in gastric cancer, 68:42 

t(2;14)(p13;q32) in B-CLL, 68:65 

t(2;15)(q11;q11) in chondroblastoma, 69:79 

t(2;16)(p23;p13) in meningioma, 66:118 
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t(2;17)(q13;q25) in nasopharyngeal cancer, 66:12 

t(3;3)(q21;q26) in AML, 68:65 

t(3;3)(q22;q26) in M4 in XYY man, 69:156 

t(3;5)(q21;q31) in AML/MDS, 68:65 

t(3;5)(q25;q34-35) in AML, 68:65 

t(3;6)(p14;p11) in hematologic states, 71:15 

t(3;7)(p21;q11) in esophageal cancer, 70:127 

t(3;8)(p22;q11) in nasopharyngeal cancer, 66:12 

t(3;8)(q27;q12) in well-differentiated LPS, 68:85 

t(3;9)(q27;q22) in chondrosarcoma, 69:79 

t(3;9;22)(p21;q34;q11) variant Ph in CML, 67:50 

t(3;11)(q26;q13) in M4, 69:158 

t(3;12)(p21;q24) in chondrosarcoma, 69:79 

t(3;14)(p21;p11) in colonic polyps, 67:17 

t(3;15)(q13.1;q26) in juvenile CML, 71:67 

t(3;21)(p12;p12) in angiocentric lymphoma, 69:25 

t(3;21)(p14;q22) in AML, 68:65 

t(3;21)(q26;q22) in CML (Ph+), 68:122 

t(3;21)(q26;q22) in MDS, 68:65 

t(4;9;22)(q21;q34;q11) variant Ph in CML, 67:50 

t(4;10)(q21;q22) in leiomyoma, 69:132 

t(4;11)(q21;p14-15) in T-ALL, 69:122 

t(4;11)(q21;q23) in ALL, 68:65 

t(4;11)(q?27;q23) in esophageal cancer, 70:127 

t(4;11;13)(q21;q23;q12-14) in ALL, 69:153 

t(4;12)(q21;p13) in breast cancer, 65:64 

t(4;13)(p14;q32) in clear cell sarcoma of kidney, 66:152 

t(4;21)(p16;q22) in nasopharyngeal cancer, 66:12 

t(5;6)(p13;p23) in biphenotypic leukemia, 69:129 

t(5;7)(q15;q11.2) in thyroid adenoma, 67:1 

t(5;8)(q10;q10) in breast cancer, 69:91 

t(5;8)(q34-35;q1)in nasopharyngeal cancer, 66:12 

t(5;9;22)(q13;q34;q11) in CML, 65:107 

t(5;10)(q12;q26) in M2, 71:119 

t(5;12)(q23;p13) in secondary osteosarcoma, 69:35 

t(5;12)(q31;p12) in CML and CMMoL, 65:7 

t(5;13)(p11;q11) in dermatofibrosarcoma protuberans, 
67:149 

t(5;14)(q31;q32) in ALL, 68:65 

t(5;16)(q33;q22) in AML, 68:65 

t(5;17)(q11;q11) in sAML, 70:1 

t(5;19)(q11;p13) in immunoblastic lymphoma, 69:25 

t(5;19)(q13;q13) in thyroid adenoma, 67:1 

t(6;6)(q21;p21) in carcinoids, 66:33 

t(6;7)(p23;p14) in M4, 71:119 

t(6;7)(p25;q11.23) in an adrenocortical tumor, 68:78 

t(6;7)(q11;q11) in gastric cancer, 68:42 

t(6;8)(q12;q13.1) in uveal melanoma, 66:47 

t(6;8)(q21;q13) in breast cancer, 69:91 

t(6;9)(p12;p23) in uveal melanoma, 66:47 

t(6;9)(p22.3;q34) in RAEB-t, 69:74 

t(6;9)(p23;q34) in AML, 68:65 

t(6;9;22)(p21;q34;q11) variant Ph in CML, 67:50 

t(6;10)(p21;q22) in leiomyoma, 69:132 

t(6;10)(q21.1;q22) in leiomyoma, 69:132 

t(6;11)(p21.3;q13) in M2, 65:53 

t(6;11)(q15;q21) in breast cancer, 69:91 

t(6;11)(q26-27;q23) in ALL and ANLL, 65:125 

t(6;11)(q27;q23) in AML, 68:65 


206 


Subject Index 


t(6;12)(q11;p11) in nasopharyngeal cancer, 66:12 
t(6;13)(p21;q11) in nasopharyngeal cancer, 66:12 
t(6;13)(p23;q14) in childhood MDS, 70:17 
t(7;7)(p13;q21) in Wilms tumor, 69:57 
t(7;8)(p22;q21) in gastric cancer, 68:42 
t(7;11)(p15;p15) in AML, 68:65 
t(7;11)(p15;p15) in AML with low LAP, 68:143 
t(7;11)(p?15;p?13) in esophageal cancer, 70:127 
t(7;11)(q11;q24) in M7 in child, 66:75 
t(7;11)(q35;p13) in T-ALL, 68:65 
t(7;14)(p15;q32) in AML, 68:65 
t(7;14)(q35-36;q11) in ALL, 68:65 
t(7;22)(q36;q11) variant Ph in CML, 67:50 
t(8;9)(p11;q34) in MPD, 68:65 
t(8;9)(p21;q12) in germ cell tumor, 68:114 
t(8;9)(q10;q10) in breast cancer, 69:91 
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